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Article
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Abstract: High salt concentration in irrigation water is often a limiting factor to tomato production in
Brazil. However, there is limited information available regarding the tolerance of tomato genotypes
to saline irrigation. An experiment was conducted in a protected environment using a randomized
block design with four replications. Treatments consisted of 12 tomato genotypes cultivated in
an environment with varying levels of salt stress. Moderate and severe salt stress affected plant
height, transversal and longitudinal diameter of fruit, fresh mass, yield, and number of tomato fruit
per plant. Cluster analysis, stability, and adaptability provided the best estimates to identify the most
adaptable genotype to saline stress, with the genotypes Maestrina, Onix, Pizzadoro, and Shanty being
the best adapted to moderate and severe saline stress conditions. The genotypes Maestrina, Onix,
Pizzadoro, and Shanty were identified as most adaptable to and stable under salt stress. Sodium
absorption increased as irrigation salinity increased. In addition, P, K, and Ca concentration decreased
under salt stress, which caused damage to all yield components and plant nutrition. The genotype
Onix was more tolerant to the effects of moderate saline irrigation, while the genotypes Sheena,
Sperare, Santa Clara, IPA 6, and Dominador had lower losses under severe salt stress conditions.

Keywords: genotypic tolerance; N, Ca and K concentration; Na+ toxicity; stability index

1. Introduction

Vegetable production can be considerably more profitable than grain crop production
in some regions of Brazil [1]. However, excess salts in soil or irrigation water hamper
sustainability of vegetable production, especially under protected cultivation conditions [2].
The expansion of vegetable growing areas depends on use of irrigation in protected cul-
tivation. Climatic instability can reduce precipitation during crop cycles, which has led
to concerns about the quality of water to be used in irrigation, since better quality water
is used for human consumption [3]. Due to water scarcity, producers are often forced
to use low-quality water (high concentration of salts) to irrigate crops [4]. Saline water
has adverse effects on crop yield, physical soil conditions, and soil fertility, as well as the
performance of the irrigation system [5].

Irrigation with saline water in crop cultivation promotes soil salinization and hinders
the success of crops [6]. Saline water with electrical conductivity (EC) of 1.0 dS m−1 can
reduce tomato yields by 10%; however, these losses increase to 50% when irrigation water
has EC of 4.0 dS m−1 [7]. The frequent use of saline water for irrigation causes physiological
disturbances in plants, making cultivation difficult. The salinity caused by NaCl impairs
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absorption of nutrients (Ca2+ and K+) and water and reduces crop yields [8]. The Na+

enters through roots into plants and is transported from the cytoplasm to apoplastic space
and leads to an enhanced electrochemical gradient across the tonoplast, increased transport
and accumulation of toxic ions (Na) in the vacuole. The Na present in the vacuole is stored
in the vacuolar space and does not affect the physiological processes of the plant even
though it is present in plant tissues. It then spreads in the vacuole to develop the process of
tissue tolerance [9], which is the capacity of plant cells to continue normal functioning even
with high internal Na+ concentrations in tissue without damages [10].

Extensive studies have been carried out in breeding programs to improve plant toler-
ance to salt stress; however, genetic and physiological complexity has limited the success
of such research [11]. Plant growth under saline conditions varies according to the genetic
makeup of each species and therefore, several methods are adopted to study different
tomato genotypes under different environmental conditions. Annicchiarico [12] evalu-
ated an average distance between genotypes in response to environments and provided
a confidence index (Ii). However, this method has been questioned in stressful environ-
ments where genotypes with greater adaptability were not effectively selected and caused
physiological disturbances. In this sense, this method was improved by considering re-
lationship between favorable environments (Iif) and unfavorable environments (Iid) to
generate an Ii that generalizes environments to provide simple and reliable results of geno-
type adaptability and stability [13]. The analysis of stability and adaptability were carried
out all over the world to evaluate genotype tolerance levels under salt stress [11,14–17].
The newly generated genotypes with the evolution of plant breeding programs are more
responsive to ideal growing conditions and sensitive to stressful conditions. Thus, selection
of genotypes with greater adaptability and stability under salt stress is indispensable for
future vegetable production in many environments [1].

Soil salinization is a major challenge for agriculture, mostly caused by climate al-
terations, irrigation water having trace amounts of NaCl, and sea water that adversely
affects plant growth and production. Considering research gap on genotypes and salt stress
conditions, in the current study, we hypothesized that it would be possible to select salt
stress-tolerant tomato genotypes on the basis of agronomic and nutritional characteristics
using an index of stability and adaptability between normal and stressful environments.
Our objective was to use agronomic and nutritional characteristics of tomato under mod-
erate and severe salt stress conditions to select genotypes with greater adaptability and
stability under protected environmental conditions.

2. Materials and Methods
2.1. Experimental Characterization and Conduction

The experiment was carried out from July to December, 2019 in a greenhouse. The
nursery was setup on 1 July 2019 in Styrofoam trays containing 128 cells with a volume of
40 cm3 and filled with commercial substrate Maxxi® suitable for tomato seedling pro-
duction. The characteristics of the medium were: pH (H2O) = 6.8, pH (CaCl2) = 5.6,
organic matter = 200 g dm−3, P (Mehlich−1) = 50.8 mg dm–3, K+ = 386.0 mg dm−3,
K+ = 1.04 cmolc dm−3, Ca2+ = 15.51 cmolc dm−3, Mg2+ = 10.45 cmolc dm−3, H + Al =
4.00 cmolc dm−3, Al3+ = 0.00 cmolc dm−3, cation exchange capacity = 31.00 cmolc dm−3,
sum of bases = 27.00 cmolc dm−3, Zn = 22.50 mg dm−3, Cu = 0.20 mg dm−3, Fe =
109.00 mg dm−3, Mn = 54.30 mg dm−3, B = 1.33 mg dm−3, S = 15.20 mg dm−3, base
saturation = 87.1%, and electrical conductivity (EC) of the extract = 1.23 dS m−1.

The seedlings were transplanted on 7 August 2019 at 37 days after sowing and had
3 to 4 completely expanded leaves. Seedling cultivation was carried out in double fiber
cement channels (0.4 m × 0.6 m × 8.0 m) with 1.9 m3 of soil. Soil was classified as
an Entisol with 12.5% clay, 7.5% silt, and 80% sand according to the methodology used
by Santos et al. [18] and chemical characteristics of; pH (CaCl2) = 5.6, organic matter =
33.5 g dm−3, P (Mehlich−1) = 636 mg dm−3, K+ = 1792 mg dm−3, K+ = 4.58 cmolc dm−3,
Ca2+ = 4.60 cmolc dm−3, Mg2+ = 2.20 cmolc dm−3, H + Al = 3.30 cmolc dm−3,
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Al3+ = 0.01 cmolc dm−3, cation exchange capacity = 14.70 cmolc dm−3, sum of bases =
11.38 cmolc dm−3, Zn = 43.7 mg dm−3, Cu = 8.1 mg dm−3, Fe = 40.0 mg dm−3,
Mn = 54.0 mg dm−3, B = 2.02 mg dm−3, S = 241.0 mg dm−3, base saturation = 77.5%,
and EC of the extract = 0.58 dS m−1.

The seedlings were transplanted in double rows of 1.0 m length, 0.4 m apart, plant
to plant distance of 0.3 m and a total population of 23810 plants ha−1. Irrigation and
fertigation were applied using a drip irrigation system with a dripper for each plant,
while irrigation was managed with the help of a soil moisture measuring device using t
WaterMark Soil Moisture Sensors manufactured by Irrometer. The tension adopted for the
beginning watering period was based on previous work by Marouelli et al. [19]. The plants
were held erect using a string, while cultural treatments such as stakes, sprouts and pest
and disease control were carried out as recommended for the crop [20]. The top pruning
of the branches was performed at the 7th bunch of the plant. Temperature, radiation, and
relative air humidity data were obtained from a meteorological station installed inside the
greenhouse (Figure 1).
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Figure 1. Relative air humidity (RH), maximum temperature (MaxT), average temperature (AveT),
and minimum temperature (MinT), and radiation during the experiment.

All treatments were initially fertilized with 55 mg dm−3 of N, 340 mg dm−3 of P,
80 mg dm−3 of K, 80 mg dm−3 of Ca, 32.5 mg dm−3 of Mg, 30 mg dm−3 of S, 45 mg dm−3

of Si, 2.75 mg dm−3 of Zn, 0.5 mg dm−3 of B, 1.5 mg dm−3 of Mn, 0.25 mg dm−3 of Cu.
Fertilization after seedling transplanting was carried out in three different growth phases
via fertigation. 1). The fertigation was performed at initiation of final growth with 154.8 mg
dm−3 of N and 300 mg dm−3 Ca at EC of 1.25 dS m−1; 72 mg dm- 3 of N and 360 mg dm−3

of P at EC of 0.35 dS m−1; 96 mg dm−3 of N and 360 mg dm−3 of K at EC of 0.32 dS m−1

and a total EC of fertigation was 1.92 dS m−1 applied from 78 to 112 days. The electrical
conductivity used in fertigation was not considered to cause irrigation salinity (NaCl);
however, cultivation in saline water requires fertilizer application even if it increases EC of
water. Weekly foliar application of 0.0015% N and 0.002% Ca was carried out to meet the
need of calcium and avoid blossom end rot.
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Soil samples were randomly collected in cultivation beds every 30 days after trans-
planting to characterize soil salinization from EC of the extract. Final soil characteristics
were as follows: pH (CaCl2) = 6.6, organic matter = 28.0 g dm−3, S = 142.0 mg dm−3,
P (Mehlich−1) = 578 mg dm−3, K+ = 10.5 cmolc dm−3, Ca2+ = 15.3 cmolc dm−3, Mg2+

= 3.3 cmolc dm−3, H + Al = 1.1 cmolc dm−3, Al3+ = 0.0 cmolc dm−3, cation exchange
capacity = 30.0 cmolc dm−3, sum of bases = 29.1 cmolc dm−3, Zn = 21.7 mg dm−3,
Cu = 13.7 mg dm−3, Fe = 34.0 mg dm−3, Mn = 3.6 mg dm−3, B = 0.64 mg dm−3, base
saturation = 96%, and electrical conductivity of 0.35 dS m−1. Moderate salt stress soil
characteristics = pH (CaCl2) = 6.3, organic matter = 28.0 g dm−3, S = 261.0 mg dm−3,
P (Mehlich−1) = 596 mg dm−3, K+ = 12.7 cmolc dm−3, Ca2+ = 15.3 cmolc dm–3, Mg2+ =
3.3 cmolc dm−3, H + Al = 1.5 cmolc dm−3, Al3+ = 0.0 cmolc dm−3, cation exchange ca-
pacity = 21.3 cmolc dm–3, sum of bases = 19.8 cmolc dm−3, Zn = 22.5 mg dm−3, Cu =
12.9 mg dm−3, Fe = 30.0 mg dm−3, Mn = 4.0 mg dm−3, B = 0.77 mg dm−3, base saturation
= 93.0%, and electrical conductivity of 2.64 dS m−1. Severe salt stress soil characteristics =
pH (CaCl2) = 5.6, organic matter = 27.0 g dm−3, S = 241,0 mg dm−3, P (Mehlich−1) = 606 mg
dm−3, K+ = 12.7 cmolc dm−3, Ca2+ = 13.8 cmolc dm−3, Mg2+ = 2.6 cmolc dm−3, H + Al =
1.2 cmolc dm−3, Al3+ = 0.0 cmolc dm−3, cation exchange capacity = 18.7 cmolc dm−3, sum
of bases = 29.1 cmolc dm−3, Zn = 22.5 mg dm−3, Cu = 14.9 mg dm−3, Fe = 40.0 mg dm−3,
Mn = 5.5 mg dm−3, B = 0.79 mg dm−3, base saturation = 94.0%, and electrical conductivity
of 3.42 dS m−1.

2.2. Experimental Design

The experiment was conducted using a randomized complete block design with four
replications. The treatments consisted of 3 salt stress levels and 12 tomato genotypes.
These genotypes were selected from two widely cultivated groups (salad and Italian). The
genotypes Santa Clara 5800 (110 days and indeterminate), Coração de Boi (120 days and
indeterminate), IPA 6 (115 days and determined), Maestrina (125 days and indeterminate),
Onix (125 days and indeterminate), and Dominant (120 days and indeterminate) belong
to the salad group of tomato. The Italian group of tomato genotypes consists of Shanty
(120 days and determined), Sheena (115 days and determined), Pizzadoro (125 days and
indeterminate), Totalle (120 days and indeterminate), Sperare (115 days and indeterminate),
and Pizzamonty (120 days and indeterminate).

The second factor consisted of cultivation environments with three levels of irrigation
water salinity S1 = control- irrigation with water without additional NaCl and had EC of
0.02 dS m−1 (control) + 1.92 dS m−1 (fertigation) = 1.94 dS m−1, S2 = moderate salinity with
EC of 1.5 dS m−1 (NaCl) + 1.92 dS m−1 (fertigation) = 3.42 dS m−1, S3 = severe salinity with
an EC of 3.0 dS m−1 (NaCl) + 1.92 dS m−1 (fertigation) = 4.92 dS m−1. This factor was based
on low quality water irrigation, which was added with EC as mentioned for fertigation.
The preparation of water with different levels of salinity was performed according to
the equation: EC = 0.1676 + 2.0193 QNaCl (R2 = 0.999; p = 0.01). Where EC = electrical
conductivity of the solution (dS m−1), and QNaCl = amount of NaCl (g L−1) proposed by
Oliveira et al. [21].

2.3. Traits

The number of fruits per bunch per plant, plant height, transversal fruit diameter,
longitudinal fruit diameter, average fruit weight, leaf chlorophyll index, fruit yield, and
leaf concentration of N, P, K, Ca, and Na were evaluated during experiment. The number
of fruits per plant was counted at harvest. Plant height was determined from ground
level to the insertion of the last leaf. The transversal and longitudinal diameter of fruit
was determined at the time of harvest using a digital caliper (Park Tool DC1—150 mm)
with a ±0.01 mm degree of accuracy. Fruit weight was determined using a semi-analytical
scale with two decimal places at the time of harvest. Fruit yield (kg m−2) was estimated
from the production per plant (kg plant−1), considering the spacing between plants and
rows. All evaluations were performed only on fruit with commercial classification in
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both groups (salad and Italian) and having a transversal diameter above 40 mm. The leaf
chlorophyll index (LCI) was determined at flowering stage in four tomato plants per plot
with a portable nondestructive chlorophyll Falker meter (ClorofiLOG®—model CFL—1030
Falker). All leaves were collected at complete maturity stage (most of the fruits close to
harvest) in each plot, dried at 60 ◦C for 72 h and ground in a Willey-type mill with a 1 mm
opening sieve and packed in identified plastic bags. All samples were used to determine
concentrations of N, P, K, Ca and Na according to methodology of Malavolta et al. [22].

2.4. Statistical and Multivariate Analysis

All variables presented normal distribution and homogeneous variances and were
submitted to analysis of variance (ANOVA). The significance of means in the ANOVA was
tested by an F test at 5% probability. The means related to tomato genotypes were grouped
by the clustering test proposed by Scott-Knott at 5% probability level.

The genetic divergence analysis was performed using the Tocher optimization cluster-
ing method [23]. The Euclidean distance and Ward’s minimum variance method were per-
formed using Action Stat Pro® Software (version 3.5) for Windows (Estatcamp—Statistical
Consulting, Campinas, SP, BRA). The 50% similarity value was used as standard for defin-
ing and separating salt stress tolerant groups of tomato genotypes as already used in
common bean [24], soybean [25], and tomato genotypes [21].

The heat-map was developed by calculating adaptability and stability of each trait as
described by Schmildt et al. [13]. Overall recommendations are made on the basis of lowest
Pi estimates for each trait according to the following equations:

General environment Ii = yi. − Z(1−α)(σi. − /
√

n)

Favorable environments Ii f = yi f − Z(1−α)(σi f − /
√

f )

Unfavorable environments Iid = yid − Z(1−α)(σid − /
√

d)

where: 1 − α = 95% and Z = 1.6449 according to Annicchiarico [12]; f = favorable envi-
ronments; d = unfavorable environments; Ii = confidence index; Iif = confidence index of
favorable environments; and Iid = confidence index of unfavorable environments [26]. The
corrplot package was used to evaluate relationships among tomato genotypes, productive
components, fruit yield, and leaf nutrient concentrations with R software [27].

3. Results
3.1. Tomato Growth and Fruit Yield under Salt Stress

There was a genotype by salt stress effect on the number of fruit (p = 0.0026) and
commercial fruit weight (p = 0.00001, Table 1). The largest number of commercial fruit per
bunch (NCF) was noted in the control compared to moderate and severe salt stress for
all genotypes except Ipa 6 where NCF was not affected by moderate salinity level. Onix
was observed with 20% higher NCF as compared to other genotypes. Coração de Boi,
Ipa 6, Onix and Totalle had 8% higher NCF than other genotypes under moderate salinity
conditions, while Coração de Boi and Pizzamonty were noted with 10% higher NCF under
severe salinity in relation to other genotypes (Table 1).

Fresh commercial fruit weight (CFW) was higher in control treatments of all genotypes
than under severe salt stress conditions. The CFW of Onix increased by 25% and 26% as
compared to other genotypes in the control and moderate salinity conditions, respectively.
In addition, Maestrina, Onix, Shanty, and Sheena produced 16% greater CFW under severe
salinity conditions than other genotypes (Table 1).

There was a genotype by salt stress effect on the longitudinal diameter (p = 0.009) and
transversal diameter (p = 0.01) (Table 2). The largest transversal diameter was observed
in the fruit of Coração de Boi, Ipa 6, Maestrina and Onix as it was 11% higher than others’
genotypes in control treatments, 10% in moderate salinity, and 7% under severe salinity
stress. The largest fruits longitudinal diameters were observed in genotypes Shanty, Sheena,
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and Totalle being 9% larger longitudinal diameter than other genotypes in all three saline
conditions. The greatest transversal and longitudinal diameter were observed in the
treatments without salt stress in relation to other salt stress conditions (Table 2).

Table 1. Number of commercial fruits per bunch and commercial fruit weight of 12 tomato genotypes
under irrigation with saline water.

Genotypes

Number of Fruits Commercial Fruit Weight

Fruits Bunch−1 g Fruit−1

Control Moderate Severe Control Moderate Severe

Coração de Boi 5.64 bA 4.93 aB 4.20 aC 79.08 bA 45.02 cB 39.36 bB
Dominador 5.21 bA 4.39 bB 3.77 bC 53.97 cA 47.92 cAB 36.77 bB

IPA 6 5.27 bA 4.83 aA 3.71 bB 58.94 cA 49.36 cAB 38.26 bB
Maestrina 5.57 bA 4.46 bB 3.68 bC 89.17 bA 54.54 bB 47.26 aB

Onix 6.75 aA 5.18 aB 3.63 bC 111.58 aA 68.98 aB 50.08 aC
Pizzadoro 5.57 bA 4.25 bB 3.68 bC 57.66 cA 36.18 cB 30.67 bB

Pizzamonty 5.29 bA 4.51 bB 4.46 aB 46.84 cA 34.02 cAB 29.38 bB
S. Clara 5.39 bA 4.32 bB 3.55 bC 51.03 cA 39.68 cB 40.55 bB
Shanty 5.28 bA 4.36 bB 3.72 bC 76.63 bA 47.68 cB 50.81 aB
Sheena 5.43 bA 4.39 bB 3.46 bC 61.83 cA 45.90 cB 52.28 aB
Sperare 5.27 bA 4.39 bB 3.49 bC 56.44 cA 45.64 cAB 36.56 bB
Totalle 5.49 bA 4.83 aB 3.81 bC 57.31 cA 39.60 cB 37.71 bB

Mean 5.51 4.59 3.76 66.71 46.21 40.81
CV (%) 10.15 14.28

Standard error (±) 1.03 1.00
Genotypes (G) 0.00001 ** 0.00001 **
Salt stress (S) 0.00001 ** 0.00001 **

GxS 0.0026 ** 0.00001 **
** significant at 1%. Means followed by the same lowercase letter in the columns belong to the same group by the
Scott and Knott (1974) clustering test at 1% probability. Means followed by the same uppercase letter in the lines
differ from each other by the Tukey test at 1% probability for each trait.

Table 2. Transversal and longitudinal diameter of fruits of 12 genotypes of tomato under irrigation
with saline water.

Genotypes
Transversal Diameter Longitudinal Diameter

cm cm

Control Moderate Severe Control Moderate Severe

Coração de Boi 66.51 aA 46.99 bB 46.98 aB 54.00 bA 43.84 bB 39.59 bC
Dominador 51.72 cA 44.36 bB 42.37 bB 44.92 bB 56.06 aA 39.00 bC

IPA 6 55.06 bA 53.32 aA 45.92 aB 41.60 bB 40.36 bC 43.90 bA
Maestrina 59.52 bA 52.18 aB 51.14 aB 48.09 bA 38.39 bC 41.89 bB

Onix 66.29 aA 51.77 aB 49.85 aB 52.52 bA 43.84 bB 42.71 bB
Pizzadoro 40.06 dA 34.42 cB 33.92 cB 54.63 aA 48.02 aB 48.12 aB

Pizzamonty 41.65 dA 32.82 cAB 29.76 cB 51.72 bA 50.70 aA 45.42 bB
S. Clara 55.98 bA 44.95 bB 41.82 bB 45.75 bA 39.53 bB 41.02 bB
Shanty 50.35 cA 45.76 bAB 42.65 bB 64.02 aA 54.88 aB 55.08 aB
Sheena 56.81 bA 42.48 bB 38.92 bC 59.57 aA 48.01 aB 50.95 aB
Sperare 51.47 cA 42.56 bB 41.20 bB 55.60 aA 46.20 bB 44.21 bB
Totalle 43.30 dA 34.63 cB 25.66 cC 65.20 aA 52.09 aB 53.37 aB

Mean 53.21 43.85 41.02 53.14 47.75 45.44
CV (%) 11.42 14.26

Standard error (±) 2.62 3.45
Genotypes (G) 0.00001 ** 0.00001 **
Salt stress (S) 0.00001 ** 0.00001 **

GxS 0.009 ** 0.01 **
** significant at 1%. Means followed by the same lowercase letter in the columns belong to the same group by the
Scott and Knott (1974) clustering test at 1% probability. Means followed by the same uppercase letter in the lines
differ from each other by the Tukey test at 1% probability for each trait.

There was an interaction between genotype and salt stress levels on plant height
(p = 0.003) and fruit yield (p = 0.00001, Table 3). The plant height of Coração de Boi,
Maestrina, Onix and Santa Clara increased by 27% under control treatments in relation to
other genotypes. The IPA 6, Shanty and Sheena had 40% lower plant height under control
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and moderate salinity conditions. The plant height of Pizzadoro and Totalle was affected
by severe salt stress.

Table 3. Plant height and fruit yield of 12 genotypes of tomato under irrigation with saline water.

Genotypes
Plant Height Fruit Yield

cm kg m−2

Control Moderate Severe Control Moderate Severe

C. de Boi 178 aA 168 aA 165 aA 6.08 dA 2.68 dB 1.98 aB
Dominador 166 aA 137 aA 145 aA 6.09 dA 2.52 dB 1.10 bC

IPA 6 120 bA 114 bA 136 aA 4.34 fA 1.70 eB 1.03 bB
Maestrina 198 aA 162 aA 159 aA 11.84 bA 4.69 bB 2.23 aC

Onix 182 aA 185 aA 158 aA 14.66 aA 6.90 aB 2.44 aC
Pizzadoro 187 aA 152 aA 98 bB 4.97 eA 2.45 dB 1.35 bC

Pizzamonty 185 aA 171 aA 148 aA 5.29 eA 3.47 cB 1.97 aC
S. Clara 191 aA 166 aA 150 aA 6.23 dA 2.94 cB 1.04 bC
Shanty 130 bA 100 bA 103 bA 6.54 dA 4.35 bB 3.05 aC
Sheena 103 bA 105 bA 100 bA 5.37 eA 3.26 cB 2.51 aB
Sperare 183 aA 160 aA 140 aA 5.51 eA 4.24 bB 1.57 bC
Totalle 168 aA 148 aAB 120 bB 8.36 cA 4.44 bB 1.73 bC

Mean 166 147 135 7.11 3.64 1.83
CV (%) 14.86 11.54

Standard error (±) 0.13 2.71
Genotypes (G) 0.00001 ** 0.00001 **
Salt stress (S) 0.00001 ** 0.00001 **

GxS 0.003 ** 0.00001 **
** significant at 1%. Means followed by the same lowercase letter in the columns belong to the same group by the
Scott and Knott (1974) clustering test at 1% probability. Means followed by the same uppercase letter in the lines
differ from each other by the Tukey test at 1% probability for each trait.

The greatest fruit yield was observed under the control. Onix had a 24% greater fruit
yield than Maestrina and was the second highest yielding with 75% higher productivity
than all other genotypes under the control. The Onix genotype had 47% greater fruit yield
than other genotypes. However, Onix, Maestrina, Pizzamonty, Coração de Boi, Shanty,
and Sheena had 14% higher fruit yield under severe salinity conditions in relation to other
genotypes (Table 3).

3.2. Effect of Salt Stress on Chlorophyll and Nutrient Concentrations in Tomato Genotypes

There was an interaction between genotypes and salt stress levels for the LCI (p = 0.002)
and N-Concentration (p = 0.0018) (Table 4). The Increasing irrigation salinity affected LCI in
all genotypes, except Coração de Boi and Dominador, which were not affected by moderate
salt stress. Pizzadoro, Pizzamonty and Onix had 5% higher LCI and leaf N concentration
than other genotypes under the control. Moderate stress conditions resulted in 5% higher
LCI and N-concentration in genotypes Coração de Boi, Maestrina, Onix, Shanty, and Totalle.
In addition, Onix was observed with 10% higher LCI and leaf N concentration under severe
salinity (Table 4).

Table 4. Leaf chlorophyll index and nitrogen (N), phosphorus (P), potassium (K), calcium (Ca), and
sodium (Na) concentration of 12 tomato genotypes under irrigation with saline water.

Genotypes

LCI N-Concentration
SPAD g kg−1

Control Moderate Severe Control Moderate Severe

Coração de Boi 47.4 dA 45.8 aA 32.0 cB 31.3 bA 28.6 aB 22.1 cC
Dominador 46.0 dA 42.4 bA 28.7 dB 25.6 dA 26.5 bA 19.8 dB

IPA 6 49.3 cA 41.8 cB 31.8 cC 27.4 cA 26.1 cA 21.9 cB
Maestrina 50.3 cA 44.3 aB 35.3 bC 29.3 cA 27.7 aA 24.3 bB

Onix 54.8 bA 44.4 aB 40.6 aB 30.8 bA 27.7 aB 28.0 aB
Pizzadoro 59.9 aA 42.9 bB 34.9 bC 33.3 aA 26.8 bB 24.0 bC
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Table 4. Cont.

Genotypes

LCI N-Concentration
SPAD g kg−1

Control Moderate Severe Control Moderate Severe

Pizzamonty 57.9 aA 39.3 dB 34.3 bC 32.2 aA 24.5 dB 23.6 bB
S. Clara 51.5 cA 39.9 dB 34.7 bC 28.6 cA 25.0 dB 23.9 bB
Shanty 51.4 cA 45.7 aB 34.7 bC 28.6 cA 28.6 aA 23.9 bB
Sheena 44.0 eA 40.4 cB 29.6 dC 24.4 eA 25.3 cA 20.4 dB
Sperare 50.6 cA 38.7 dB 36.2 bB 28.1 cA 24.2 dB 24.9 bB
Totalle 48.2 dA 44.9 aB 33.4 bC 26.8 dA 28.0 aA 23.0 bB

Mean 51.0 42.5 33.8 28.9 26.6 23.3
CV (%) 8.76 3.98

Standard error (±) 0.67 0.49
Genotypes (G) 0.0001 ** 0.0002 **
Salt stress (S) 0.0003 ** 0.0001 **

GxS 0.002 ** 0.0018 **

Genotypes

P-Concentration K-Concentration
g kg−1 g kg−1

Control Moderate Severe Control Moderate Severe

C. de Boi 4.95 gA 4.47 dB 3.33 fC 48.12 aA 39.28 bB 21.94 gC
Dominador 4.22 hA 3.75 fB 3.55 eC 36.48 bB 26.66 fC 57.48 aA

IPA 6 9.76 aA 8.56 aB 5.69 aC 38.41 bA 37.95 bA 37.92 bA
Maestrina 4.56 hA 3.51 gB 3.86 dB 34.69 cB 41.18 aA 31.39 dC

Onix 4.27 hA 3.65 gB 2.83 gC 27.50 dB 32.08 cA 27.75 eB
Pizzadoro 5.81 eA 4.30 eB 3.31 fC 35.24 cB 30.82 dC 39.68 bA

Pizzamonty 6.01 dA 3.15 hB 2.31 hC 27.63 dC 30.97 dB 32.19 dA
S. Clara 3.48 iB 4.09 eA 2.71 gC 29.59 dA 30.08 dA 19.08 gB
Shanty 5.47 eB 8.60 aA 4.74 cC 34.38 cB 39.13 bA 28.60 eC
Sheena 6.70 bA 6.95 cA 5.17 bB 28.53 dA 28.74 eA 25.01 fB
Sperare 6.38 cB 7.35 bA 4.76 cC 28.23 dA 29.01 eA 26.01 fB
Totalle 5.28 fA 4.62 dB 3.64 eC 23.78 eC 32.89 cB 35.24 cA

Mean 5.58 5.25 3.82 32.71 33.23 31.86
CV (%) 2.05 3.78

Standard error (±) 0.07 0.71
Genotypes (G) 0.00001 ** 0.00002 **
Salt stress (S) 0.00002 ** 0.00001 **

GxS 0.00001 ** 0.00002 **

Genotypes

Ca-Concentration Na-Concentration

g kg−1 g kg−1

Control Moderate Severe Control Moderate Severe

Coração de Boi 32.18 cA 22.48 dB 22.14 eB 4.00 aC 27.88 bB 33.20 dA
Dominador 33.51 bA 26.60 cB 17.78 fC 3.75 aC 17.47 cB 39.39 cA

IPA 6 38.08 aA 26.33 cB 19.24 fC 4.11 aC 11.42 dB 30.72 eA
Maestrina 35.48 aA 25.46 cB 17.50 fC 3.05 aC 33.30 aB 49.50 aA

Onix 36.95 aA 29.18 bB 22.57 eC 2.98 aC 12.58 dB 35.67 dA
Pizzadoro 34.43 bA 26.88 cB 24.49 dB 3.58 aC 15.76 cB 48.74 aA

Pizzamonty 34.16 bA 27.89 cB 27.22 cB 5.41 aC 17.70 cB 24.99 fA
S. Clara 36.39 aA 30.03 bB 28.63 bB 3.28 aC 16.70 cB 20.98 gA
Shanty 35.95 aA 31.95 aB 30.23 bB 5.53 aC 17.91 cB 41.98 bA
Sheena 30.96 cA 33.27 aA 32.44 aA 3.25 aC 11.09 dB 50.48 aA
Sperare 26.08 dB 31.26 aA 29.08 bA 3.24 aC 13.48 dB 34.42 dA
Totalle 29.40 cA 29.82 bA 26.17 cB 3.73 aC 16.10 cB 38.15 cA

Mean 33.63 28.43 24.79 3.83 17.62 37.35
CV (%) 4.57 6.76

Standard error (±) 0.76 0.77
Genotypes (G) 0.00001 ** 0.00001 **
Salt stress (S) 0.00001 ** 0.00001 **

GxS 0.0002 ** 0.0001 **
** significant at 1%. Means followed by the same lowercase letter in the columns belong to the same group by the
Scott and Knott (1974) clustering test at 1% probability. Means followed by the same uppercase letter in the lines
differ from each other by the Tukey test at 1% probability for each trait.
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There was an interaction between genotypes and salt stress levels for the leaf P-Content
(p = 0.00001) and K-Concentration (p = 0.00002) (Table 4). Leaf P concentration was higher
under the control than under severe salt stress. The P concentration of Santa Clara, Shanty
and Sperare was 17, 47 and 15% higher under moderate stress than under the control and
50, 51, and 54% higher under moderate stress as compared to severe salt stress conditions,
respectively. IPA 6 had 71% higher P concentration under the control as compared to
severe salt stress conditions. IPA 6 was observed to have 45% higher P concentration under
moderate salt stress in relation to other genotypes under the control. IPA 6 and Shanty
were noted with 16% higher P concentration in relation to others under moderate salt
stress, and IPA 6 was 11% higher in relation to others under severe salt stress. Coração
de Boi, Santa Clara, Sheena, and Sperare were observed with 119, 19, 19, and 9% higher
leaf K concentration under the control in relation to severe salt stress, respectively. The K
concentration of Maestrina, Onix, and Shanty increased by 18, 15, and 14%, respectively,
under moderate salt stress in relation to severe salt stress. The Coração de Boi was noted
with 25% higher K concentration in relation to other genotypes under the control. In
addition, the K concentration of Dominador increased by 45% in relation to other genotypes
under severe salt stress (Table 4).

There was a genotype by salt stress effect on leaf Ca-Content (p = 0.0002) and Na-
Concentration (p = 0.0001) (Table 4). Leaf Ca concentration was higher in all genotypes,
except Sheena and Sperare, under control conditions in relation to severe salt stress condi-
tions. Sperare was observed with highest Ca concentration under moderate and severe salt
stress. Severe salt stress impaired absorption and translocation of Ca in tomato leaves in all
genotypes, except Sperare and Sheena. The opposite occurred for leaf Na concentration
where the highest Na concentration was observed under severe and moderate salt stress
conditions. IPA 6, Maestrina, Onix, Santa Clara, and Shanty were noted with higher Ca
concentration under control conditions. However, Shanty, Sheena, and Sperare were ob-
served with highest Ca concentration under moderate salt stress conditions. There was
no difference in Na concentration between genotypes under the control. The Na concen-
tration of Maestrina and Coração de Boi were 90 and 59% higher under moderate salt
stress conditions in relation to other genotypes. In addition, Na concentration of Maestrina,
Pizzadoro, and Sheena was 16% higher under severe salt stress conditions in relation to
other genotypes. The Na concentration increased by approximately 177 and 539% under
moderate and severe stress, respectively, in relation to the control (Table 4).

There was a positive and significant correlation between LD and CFW, CNF, YIELD,
LCI, and N-concentration, while a negative and significant correlation with
Na-concentration was also observed. The plant height had a significant and positive
correlation with CNF, YIELD, LCI, and N-concentration. Fruit yield and LCI had a positive
correlation with LD, CFW, PH, and Ca-concentration and a negative correlation with Na
concentration. Nitrogen concentration had a significant and positive correlation with LD,
CFW, CNF, PH, fruit yield, LCI, and Ca concentration and a negative correlation with Na
concentration. Calcium concentration was negatively correlated with Na concentration and
positively correlated with CFW, CNF, YIELD, LCI, and N concentration (Figure 2).

3.3. Cluster Analysis

Shanty and Sheena (Group-4) were observed with greater genotypic distance from
Dominador, IPA 6, Santa Clara, Coração de Boi, and Sperare (Group-1), which were noted
with lowest yields under the control and were most similar with genotypes of Group-3
(Pizzadoro, Pizzamonty, and Totalle). The genotypes of Group-2 (Onix and Maestrina)
were most similar to genotypes from Group-4 (Figure 3A).
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Figure 2. Heatmap of the Pearson correlation coefficients obtained from variables analyzed in
12 tomato genotypes in response to salt stress. X Indicates no significant correlation (p = 0.05).
Commercial fruit weight (CFW), plant height (PH), fruit yield (Yield), number of commercial
fruits per bunch (CNF), transversal diameter of fruit (TD), longitudinal diameter of fruit (LD),
leaf chlorophyll index (LCI), leaf nitrogen concentration (N concentration), leaf potassium concentra-
tion (K Concentration), leaf phosphorus concentration (P Concentration), leaf calcium concentration
(Ca concentration), and leaf sodium concentration (Na concentration).

The cluster distance of all evaluated traits indicated that Onix (Group-3) had greater
tolerance to moderate salt stress and greater genotypic distance from Dominador, Santa
Clara, Totalle, Sperare, and Sheena (Group-2) which had greater sensitivity to moderate
salinity and greater similarity with Group-4 genotypes. However, the genotypes of Group-1
(Shanty, Coração de Boi and Maestrina) had greater similarity with Group-3 (Figure 3B).

Four groups of similarity were formed under severe salt stress conditions on the basis
of greater dissimilarity between the genotypes of Group-1 (Coração de Boi and Maestrina)
and Group-3 (Sheena, Sperare, Santa Clara, IPA 6, and Dominador). The genotypes of
Group-1 were more sensitive to severe salt stress conditions due to higher losses compared
to control conditions. In addition, genotypes of Group-2 were moderately tolerant to
severe salt stress where yields close to or greater than 50% were demonstrated with greater
genotypic stability under stressful conditions (Figure 3C).
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Figure 3. Dendrogram using Euclidean distance and Ward’s method from the hierarchical cluster
analysis (HCA) of 12 tomato genotypes under conditions of the control treatment (A), moderate
salinity (B), and severe salinity (C).

3.4. Analysis of Adaptability and Stability under Stress Conditions

Onix, Maestrina, Shanty, and Pizzadoro were observed with adaptability and stability
above 50% on the basis of TD, CFW, CNF, fruit yield, LCI, N concentration, K concentration,
Ca concentration, and Na concentration. Onix, Maestrina, and Shanty were highly ranked
even though, they had highest confidence indexes (Ii). Onix, Maestrina, Totalle, Coração de
Boi, Sperare, and Pizzamonty were noted with highest Ii values and greater stability and
adaptability for PH in the tested environments. The characteristics related to fruit yield can
easily be altered by environmental effects and making it difficult to find stability in stressful
environments. However, fruit yield variables with greater environmental dependence
and highest Ii values were observed in Onix, Maestrina, Sheena, Shanty, and Pizzadoro,
which had a greater adaptability and stability to unfavorable environments. The highest
Ii values were verified by Onix, Shanty, Pizzadoro, Totalle, Sperare, and Dominador for
Na concentrations with greater adaptability and stability in all three environments that
allowed greater leaf Na accumulation. It enables greater absorption of other nutrients and
water to increase tolerance to salt stress. Onix, Maestrina, Shanty, Pizzadoro, Sheena, and
Santa Clara were observed with greater adaptability for LCI which stood with Coração
de Boi for N-concentration and allowed for selecting genotypes with higher chlorophyll
concentration and N uptake by tomato plants (Figure 4).
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Figure 4. Heatmap for univariate adaptability and stability values (Ii) obtained by the method of
Schimildt et al. (2011) between two unfavorable environments (moderate and severe salt stress) and
one favorable environment (control condition) for longitudinal diameter of fruit (LD), transversal
diameter of fruit (TD), commercial fruit weight (CFW), commercial fruit number per bunch (CFN),
plant height (PH), fruit yield (Yield), leaf chlorophyll index (LCI), and leaf concentration of nitrogen
(N), potassium (K), phosphor (P), calcium (Ca), and sodium (Na) evaluated in 12 tomato genotypes.

4. Discussion

Salinity commonly affects reproductive characteristics of tomato plants by hindering
water uptake due to excess salts, and it causes abortion of flowers and fruit. Salinity also
affects fruit size and weight and increases the number of non-commercial fruit that could
drastically reduce tomato fruit yield [28]. The number of fruits per bunch was affected by
severe salinity in all genotypes as compared to the control. The number of commercial fruits
of IPA 6 were not affected by severe salt stress, while the other genotypes were harmed
even at moderate salt stress conditions (Table 1). Previous research has shown that salinity
can affect the number of tomato fruit by increasing flower abortion and reducing ovule and
pollen fertility [29]. Onix had more fruit than other genotypes in control treatments, while
Totalle, Onix, IPA 6, and Coração de Boi were observed with larger amounts of commercial
fruit under moderate salinity. Both Coração de Boi and Onix were less affected by severe
salinity stress than other genotypes and produced more fruit than others (Table 1), which
aligns with previous work that reported significant genetic variability regarding salinity
tolerance depending on the species and/or variety of plants [30]. The reduction in loss of
fruit per plant may be due to the type of resistance to salinity and even developing embryo
under stress-induced sterility [31].

Saline water irrigation harmed tomato fruit yield and also contributed to nutrient
imbalance in plants due to the effect of imbalanced cation absorption. Siddiky et al. [32]
reported that there was a significant reduction in fruit weight and yield of tomato under
moderate saline conditions compared to the control in most of the genotypes. This damage
is directly linked to the period of exposure, salt concentration, water potential and volume
of water transpired by the plant [33]. Decreasing internal osmotic potential is generally
reported as a strategy to maintain cell turgor, allowing growth through cell elongation
under low external water potential [34].

Tomato fruit yields are affected by several factors related to salt stress, such as reduced
water absorption, flower and fruit abortion, plant nutritional imbalance, physiological
disturbances, and NaCl toxicity. Similarly, our study showed that moderate and severe
saline irrigation impaired tomato fruit yields of all genotypes. Maestrina and Onix were
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noted with higher fruit yield under control conditions, while fruit yields of Onix, Maestrina,
Shanty, Sperare, and Totalle were greater under moderate salt stress conditions. The
genotypes Onix, Maestrina, Coração de Boi, Pizzamonty, Shanty, and Sheena were observed
with greater yield under severe salt stress (Table 3). Fruit yield is negatively affected under
salt stress by lower rates of water and nutrient absorption due to lower soil water potential,
leading to lower rates of photosynthesis and transpiration [35].

IPA 6, Dominador, Coração de Boi, and Santa Clara were noted with highest yield
losses (~55%) under moderate salt stress while the smallest losses (~24%) were observed
in Sperare. In addition, genotypes with the greatest response to ideal growing conditions
were the genotypes with the greatest fruit yield losses under severe stress conditions. The
salt stress caused by saline irrigation may have a greater influence on fruit yield based on
EC compared to a saline soil where EC can be reduced by a high level of irrigation during
cultivation to dilute salinity in soil and water solution. Moderate saline irrigation reduces
tomato fruit yield and causes fruit deformities and alters organoleptic characteristics of
fruit [36].

The tolerance classification of tomato genotypes is based on agronomic characteristics.
Additionally, multivariate techniques can be used to increase the precision of genotype
selection for cultivation under salinity conditions. In this sense, the decision to choose
genotypes under salt stress conditions requires indices related to all fruit characteristics,
not just yield [13].

High salt concentrations imply a low soil water potential, transpiration, photosynthetic
rates, and an imbalance in nutrient absorption [35]. Plants decrease internal osmotic
potential to maintain cell turgor, allowing growth through cell elongation under low
external water potential [34].

The toxic effects of salinity hinder plant development. Tomato traits related to con-
centrations of N, P, K, and Ca were affected by severe saline water irrigation as compared
to without salinity stress (Table 4). The presence of NaCl in soil causes nutritional distur-
bances in plants because sodium hinders and/or inhibits cation absorption by roots, thus
causing physiological disorders due to high ionic concentration and toxic effects of chloride
ions [37]. The excess of Na+ in the soil reduces absorption of Ca2+ and K+, which are major
nutrients contributing to cell wall structure and water balance [38]. The genotypes that
managed to absorb greater amount of Ca2+ and K+ under salinity conditions can be linked
to genotypic tolerance of tomato plants. The use of solutions with high NaCl concentrations
can induce oxidative stress in plant cells and consequently increase ROS [39].

Correlations facilitate the identification of the most important traits with beneficial
and harmful effects on yield and increase the possibility to select superior genotypes on the
basis of allele dependent traits. The highest positive correlations were noted between fruit
yield and CFW, CNF, LCI, N concentration, and Ca concentration. The Ca concentration
had a positive correlation with all yield components, while there was a negative correlation
of all variables with Na concentration. The largest negative correlation was between Ca
and N concentration, LCI, YIELD, and CNF (Figure 2). These results demonstrated that salt
stress reduces tomato fruit yields. The Ca and Na concentrations are directly related to fruit
yield, and increasing these concentrations lead to the disturbance of nutritional status [28].
Sodium hinders or even inhibits the absorption of essential cations by roots, thus resulting
in physiological disorders due to high toxicity of sodium ions [40].

Plants adopted a strategy of decreasing internal osmotic potential to maintain cell
turgor, allowing growth by cell elongation under low external water potential [34]. Based
on this information, traits that depend on a small number of alleles are easily selected with
potential yield under salt stress conditions, thus accurately demonstrated that which traits
are mainly affected by salinity.

Cluster analysis makes genotypic groups on the basis of all phenotypic characteristics
in response to growing conditions (i.e., salt stress or without salt stress) to show similarities
between genotypes. The hierarchical clustering method can show wide genetic variability
among genotypes grown in any environment. Cluster analysis reveals the most promising
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groups to carry out crossing and originate superior genotypes with significant genetic
gain [41]. Cluster analysis is a promising tool to select superior genotypes on the basis of
genotypic characteristics for possible crossbreeding between parents under conditions of
abiotic stress [41].

Plants under stress conditions alter metabolism intending to ameliorate osmotic and
toxic effects of Na+, maintain K+ absorption, and increased K+: Na+ ratio under salt
stress [9]. Plants can absorb and accumulate Na+ to maintain the absorption of water and
nutrients; however, Na+ reduces availability of K+ and binding sites for critical metabolic
processes in cytoplasm [8]. Plants restrict Na+ absorption and distribution by roots to
protect themselves from the effects of salinity [42]. Sodium enters into the root cells and
is transported from cytoplasm to apoplastic space and compartmentalized in the vacuole
of cell wall to develop tissue tolerance [9]. Tissue tolerance is the capacity of plant cells
to continue normal functioning even with high concentrations of internal Na+ without
damage and forming a compartment of solute accumulations [10].

The stability and adaptability analysis under salt stress conditions provide safe re-
sults regarding cultivation of genotypes in stressful environment and enable the choice
of ideal genotype for each unfavorable environment [43]. Onix, Maestrina, Shanty, and
Pizzadoro showed an adaptability and stability above 50% for TD, CFW, CNF, YIELD,
LCI, N-concentration, K-concentration, Ca-concentration, and Na-concentration. Onix,
Maestrina, and Shanty were highly ranked even though, they had highest confidence
indexes (Ii). The genotypes Onix, Maestrina, Totalle, Coração de Boi, Sperare, and Pizza-
monty were noted with highest Ii value and greater stability and adaptability for PH in the
tested environments.

The characteristics related to fruit yield can easily be altered by environmental effects
and making it difficult to find stability in stressful environments. The highest Ii values
were observed with Onix, Shanty, Pizzadoro, Totalle, Sperare, and Dominador for Na-
concentration with greater adaptability and stability in all three environments that allowed
greater leaf Na accumulation. It enables greater absorption of other nutrients and water to
increase tolerance to salt stress.

The genotypes Onix, Maestrina, Shanty, Pizzadoro, Sheena, and Santa Clara were
observed with greater adaptability for LCI which stood along with genotype Coração
de Boi for N-concentration and allows for selecting genotypes with higher chlorophyll
concentration and N uptake by tomato plants. In general, adaptability and stability of
the best genotypes varied according to each evaluated trait, which makes it difficult to
recommend and choose the adapted genotypes for a multi-trait breeding program [44].
In addition, genotypes Onix, Maestrina, Pizzadoro, and Shanty were observed with high
Ii values in most of the variables and would be the best alternative for cultivation in
environments under moderate and severe saline irrigation shown in heat map to represent
these estimates.

The adaptability and stability confidence index (Ii) demonstrated the wide adaptation
of genotypes under stressful conditions that reaffirm the adaptive potential of tomato
plants to harmful effects of NaCl in water. These results also contributed to disseminate
effective methods to select tomato genotypes through breeding programs, especially under
cultivation conditions with high salinity levels. The tolerance of tomato genotypes to salt
stress has been reported as an essential strategy to overcome the impacts of climate change
that have harmed food production in the world [36]. In addition, it allows the expansion
of cultivation in marginal areas with low technology and growing conditions [45]. It can
promote greater profitability in the areas being unfavorable to cultivation and also increase
food security.

5. Conclusions

Salt stress caused damage to all yield components and nutrition of tomato plants. Onix
had greater tolerance to the effects of moderate salt stress (3.42 dS m−1) on the basis of all
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evaluated characteristics, while Sheena, Sperare, Santa Clara, IPA 6, and Dominador had
the lowest losses under severe salt stress (4.92 dS m−1).

Sodium absorption increases with increasing salinity levels. The concentrations of
phosphorus, potassium, and calcium decrease under salt stress conditions. The genotypes
Dominator, Pizzamonty, Pizzadoro, and Totalle increased K absorption in the presence of
Na by surpassing tolerance threshold for Na saline stress.

The genotypes Maestrina, Onix, Pizzadoro, and Shanty were identified with high
adaptability and stability to be cultivated under ideal and salt stress conditions. In the
two stressful conditions, the four genotypes did not belong to the same similarity group
regarding tolerance to salt stress, which benefits breeding programs that aim to obtain
genotypes with greater resistance to salinity stress.
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